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Chitosan obtained by enzymatic deacetylation of chitin using chitin deacetylase (CDA) holds promise primarily
due to the possibility to yield chitosan with non-random patterns of acetylation and more environmentally
friendly process compared to chemical deacetylation. In the present study, a sustainable bioprocess is reported
for over-expression of a bacterial CDA in E. coli pLysS cells. A Bacillus licheniformis CDA gene is identified in the
genome of the bacterium, cloned, and expressed, yielding enzymatically active recombinant protein. For enzyme
production, a growth medium is formulated using carbon and nitrogen sources, which do not compete with the
human food chain. Themaximumenzymeactivity of 320±20U/mL is achieved under optimized conditions. The
CDA productivity is improved by about 23 times in shake flask culture by optimizing operating conditions and
medium components. The CDA is purified and the enzyme kinetic values i.e. Km, Vmax and Kcat are reported.
Also the effect of cofactors, temperature, and pH on the enzyme activity is reported. Further, economic yield is
proposed for production of CDA through this bioprocess.
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1. Introduction

Biopolymers like cellulose, lignin, chitin etc. are attaining impor-
tance in the number of industrial sectors and their production and ap-
plication is the main focus of present day biotechnology. Recently
commercial potential of chitin and its soluble derivative chitosan has
been explored [1–3]. Chitosan the deacetylated, non-toxic, biodegrad-
able derivative of chitin, is soluble in acidic solutions, and a much
more tractable material than chitin. Based on these properties chitosan
has wide application in various fields like water treatment, cosmetics,
agriculture, pharmaceuticals, food industry and biomedicine [4]. Cur-
rently chitin is converted to chitosan using chemical or bio-catalytic
alkaline deacetylation process having limitations like high water foot-
print, environmental pollution due to effluent generated from concen-
trated alkaline solution and broad and heterogeneous range of soluble
and insoluble products [4]. Chitin deacetylases (CDA) are type of hydro-
lases which convert chitin into chitosan by deacetylation of the amino
group of chitin. CDA gained much interest in recent decade because of
its high degree of specificity in conversion of the secondmost abundant
but hydrophobic and crystalline biopolymer chitin to one of the very
promising cationic biopolymer chitosan [5,6]. Tsigos et al., provided a
critical reviewon CDAs, inwhich they discussed about properties, appli-
cations characterization of this enzyme [7]. CDAwas first identified and
partially purified from the mycelial extracts of Mucor rouxii [8]. Since
then various CDA sources were identified and reported [7,9,10]. In the
past few years, numerous microorganisms with CDA activity have
been explored but most of them are intracellular CDA producers with
limited yield [9,11–14]. The chitin based product applications expanded
to biosynthesis of even more versatile chito-oligosaccharides [15]. For
industrial application, it is important to explore the novel CDA hyper
producers. As, a result, the emphasis in the CDA research extended to
identify novel CDAs [16], in silico characterization [17], cloning and
expression [16,18,19]. Although there is much research on cloning and
expression of CDA for various applications, the literature in bioprocess
development and optimization of CDA is scarce [10,20,21]. Optimization
of processing parameters play an important role in the development
of any fermentation process owing to their impact on the economy
and efficacy of the process. The conventional approach of optimizing
parameters one-factor-at-a-time provide a systematic basis for
further optimization. The present study reported the development of a
bioprocess for CDA (from Bacillus licheniformis) production in recombi-
nant E. coli pLysS, which improved productivity of the CDA biosynthesis
by 23 folds.
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2. Materials and methods

2.1. Cloning of CDA gene into E. coli pLysS

The CDA gene of Bacillus licheniformis was obtained from the
metagenomic library (Gene bank accession number PRJEB6317) of the
soil exposed to chitin [22]. The gene cloning procedure and vector
map is reported by Raval et al. [23].
2.2. Expression of CDA in E. coli Rosetta pLysS

A starter culture was prepared in LB broth (Tryptone 10 g/L, Yeast
extract 5 g/L and NaCl 10 g/L) inoculated with loop full of bacteria
from the culture plate, which was supplemented with ampicillin and
chloramphenicol having concentration 100 μg/mL and 35 μg/mL respec-
tively. Itwas kept in incubator shaker at 37 °C until theO.Dof the culture
reached 0.6–0.7. A 250 mL shake flask with a medium volume of 80 mL
was inoculated with 5% inoculum from the starter culture. The culture
was supplemented with antibiotics, induced by 1 mM IPTG at O.D. of
0.6 to 0.7, and incubated at 37 °C at 120 rpm. Samples were taken at
regular time intervals for the analysis of biomass and CDA activity. The
correlation between O.D600 and biomass was obtained as, Biomass
(g/L) = 0.503 · O.D600.
2.3. Study of enzyme (CDA) activity

The 3-methyl-2-benzothiazoline hydrazone (MBTH) assaywas used
to study the enzyme activity [24]. The broth was centrifuged at
10,000 rpm for 15 min at 4 °C. The pellet obtained was mixed with
1 mL of Tris-HCl buffer of pH 6.5. The cells lysis was done using the
probe type sonicator (130 W). Pulse of 5 s on and 1 s off was used for
5 min with 20% amplitude. The cell lysate was centrifuged at
10,000 rpm for 15 min at 4 °C, the supernatant was filtered through a
0.45 μm syringe filter and the filtrate was diluted 10 times to analyze
the intracellular enzyme activity. 250 μL of glycol chitin (1 mg/mL),
250 μL of Tris-HCl buffer (pH 6.5) and 100 μL of the diluted supernatant
was added to the assaymixture as a source of the enzyme. This mixture
was incubated at 37 °C with shaking for 1 h. 500 μL of 5% KHSO4 was
added to stop the reaction and kept for 5 min. 500 μL of 5% NaNO2

was added to the samples. Addition of NaNO2 was followed by 6 h of
incubation in the fume hood to release all the NO2 gas. This was
followed by the addition of 0.5 mL of ammonium sulphamate (12% by
wt.) and 0.5 mL of 0.5% MBTH and kept for 1-hour incubation. Finally,
0.5 mL of 0.5% FeCl3 prepared in 0.1 N HCl was added. The reaction
mix was incubated for 1-hour and the absorbance was measured at
O.D 656 nm. One Unit of the CDA activity is defined as the activity,
which released 1 μmol of glucosamine from the Glycol chitin per
minute. The enzyme activity of the sample was calculated accordingly
using MBTH assay as well as with enzymatic acetate assay kit (Sigma
Aldrich, Catalog no. MAK086).
2.4. Effect of rotational speed

The 250 mL conical flasks with 80 mL medium volume were
incubated in orbital shaker at 120, 200 and 250 rpm to investigate the
effect of rotational speed on biomass and CDA activity.
2.5. Effect ofmedium filling volume on biomass growth and CDAproduction

The 250 mL conical flasks were filled with different amounts of
medium volumes to study the effect of medium volumes on biomass
and enzyme activity. The flasks were operated at 250 rpm and 37 °C
in an orbital shaker.
2.6. Study of the CDA production in different media

The CDA production was studied in three different media namely
Luria Bertani Broth (Tryptone 10 g/L, Yeast extract 5 g/L and NaCl
10 g/L), Nutrient Broth (Peptic digest of animal 5 g/L, NaCl 5 g/L, Beef ex-
tract 1.5 g/L and yeast extract 1.5 g/L) and Tryptic Soy Broth (Pancreatic
digest of casein 17 g/L, NaCl 5 g/L, paptic digest of soya beanmeal 3 g/L,
Di-potassium hydrogen phosphate 2.5 g/L and Dextrose 2.5 g/L). The
flasks were filled with 12 mL medium volume and operated at
250 rpm and 37 °C for 8 h.

2.7. Study of the effect of different nitrogen sources on CDA production

The organic nitrogen sources such as yeast extract, beef extract, bac-
teriological peptone, and tryptone were added at 10 g/L concentration
to the LB broth. The flasks were filled with 12 mL medium volume and
operated at 250 rpm and 37 °C for 8 h.

2.8. Purification by Ni-NTA chromatography

The expressed CDA was purified using the Ni-NTA matrix (Qiagen,
Germany). The column was equilibrated with 10 mL of lysis buffer.
Lysate was passed through column 4 times by gravity flow. The column
was washed with 10 mL of 100 mM wash buffer (50 mM NaH2PO4,
300 mM NaCl, 100 mM Imidazole, 10% glycerol). Protein was eluted
with 250 elution buffer (50 mM NaH2PO4, 300 mM NaCl, 250 mM
Imidazole, 10% glycerol) followed by 500 elution buffer (50 mM
NaH2PO4, 300 mM NaCl, 500 mM Imidazole, 10% glycerol). All elution
samples were collected and subjected to SDS-PAGE.

2.9. Estimation of production cost

The rawmaterial cost was calculated as,

CT ¼
Xn

i¼1

ciyi ð1Þ

CT = Total raw material cost in USD
ci = Unit cost of raw material “i” in USD
yi = Quantity of raw material used “i” in bioprocess

According to Bailey and Ollis, the rawmaterial cost is the 30% to 40%
of the total production cost, also the overhead charges and the labour
cost are 15% each of the total production cost, therefore,

Total cost ¼ Production costþ overhead chargesþ labour cost:

3. Results

3.1. Effect of operating condition on CDA production

Fig. 1 shows effect of rotational speed and filling volume on the
growth and CDA production in recombinant E. coli pLysS cells. As rota-
tional speed increased (Fig. 1, solid lines), the growth rate improved
in the LB medium due to which the time required to attain the maxi-
mumbiomass reduced. The culture grown at 250 rpm reached themax-
imum biomass of about 1 g/L in about 30 to 34 h, whereas the culture
grown at 120 rpm achieved maximum biomass at about 60 h. Further,
reduction in themedium filling volume in theflask reduced the time re-
quired to achieve maximum biomass. Fig. 1 demonstrates the effect of
medium filling volume on the growth of the microbial culture (dashed
lines). As filling volume reduced from 40mL to 12mL, the time required
to reach the maximum biomass concentration of about 1 g/L reduced
from about 30 to 34 h to only about 8 h. The oxygen transfer rate in



Fig. 1. Effect of rotational speed (solid line - (♦) 120, (■) 200, (▲) 250 rpm) and medium volume (dashed line - (+) 40 ml, (X) 12 ml) on recombinant E. coli growth in LB medium.
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shake flask cultures is proportional to (rotational speed)1.18 and
(medium volume)−0.74 [17]. Thus, increasing the rotational speed of
the shaker and reducing the medium filling volume improved the
oxygen transfer rate from the air to themedium. Higher oxygen transfer
rate improved the growth and hence reduced the time required to reach
themaximumbiomass concentration. Themaximumenzyme activity in
the LB medium varied between about 80 and 84 U/mL in above study.

Supplementary Fig. 1 shows the effect of different types of media on
CDA activity. The cultures grown in TSB medium exhibited the maxi-
mum CDA activity as compared to the other investigated media. TSB
medium contains 17 g/L of complex nitrogen source and 2.5 g/L of glu-
cose.Whereas, the other twomedia do not contain glucose. The amount
of complex nitrogen source available in other two media is also less as
compared to TSB medium. Therefore, TSB medium produced more bio-
mass of about 3 g/L as compared to about 1 g/L biomass in LB and NB
medium, respectively. However, the time required to achieve the max-
imumCDA activity increased from about 8 h in LB/NBmedium to 15h in
TSBmedium. The CDA expressing plasmid has lac operon for expression
of CDA gene where IPTG acts as an inducer. According to Mondin et al.,
glucose concentration as low as 2mMrepress the lac operonwhichwas
Fig. 2. Biomass growth (square symbol) and CDA activity (triangle symbol
the reason behind delayed expression of recombinant CDA in TSB me-
dium [18]. Since, glucose was repressing the expression of the CDA,
glycerol was chosen as the carbon source for medium development.
Moreover, glycerol does not compete with the human food chain,
which makes it an ideal carbon source for bioprocess development.
The effect of the different nitrogen sources on the CDA production was
investigated. Supplementary Fig. 2A and B demonstrates the effect of
the different nitrogen sources and different glycerol concentrations on
the CDA expression. Yeast extract and beef extract exhibited almost
similar enzyme expression of about 160 U/mL, followed by peptone
and tryptone. The enzyme activity almost doubled in cultures supple-
mented with the different nitrogen sources as compared to the control
culture grown in LBmedium. The addition of glycerol further improved
enzyme production and hence activity. As glycerol supplementation
increased in the medium, the enzyme activity improved. The crude
filtered supernatant gave the maximum enzyme activity of about
320 U/mL and the specific activity of about 256 U/mg in 2% (w/V)
glycerol. Higher concentrations (3%) of the glycerol resulted in similar
CDA activity at 10 h and therefore were not used in further studies.
Sodium ions at a concentration of 1 g/L improved CDA activity
) in control conditions (□, △) and under optimized conditions (■, ▲).



Fig. 3. Effect of (A) Cofactors, (B) Cobalt concentration, (C) pH and (D) temperature on the purified CDA activity.
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(data not shown). Fig. 2 compares the biomass and CDA activity in the
controlmediumbefore optimization and after optimization of operating
conditions and medium components. There was about 6-fold improve-
ment in the CDA activity in optimized medium containing 2% glycerol,
10 g/L yeast extract and 1 g/L NaCl. Moreover, the bioprocess time
reduced substantially from about 48 h to just 8 h. The increase in CDA
activity and reduction in cultivation time increased volumetric produc-
tivity of CDA from 1.67 U/mL/h to 40 U/mL/h.
Fig. 4. The Michaelis-Menten plot for the en
The CDA thus produced was purified by Ni-NTA matrix column
(Qiagen, Germany). Supplementary Fig. 3 demonstrates the SDS-PAGE
picture of the various stages of purification. The purified protein showed
size of about 29 kDa, which is similar to the expected size. Fig. 3 shows
the effect of the cofactors, temperature and pH on the specific activity.
The maximum enzyme activity was observed at 50 °C and at 8 pH.
Cobalt ions (8mM) had themost pronounce effect on the enzyme activ-
ity. The purified enzyme activity was about 1400 U/mg under optimum
zymatic deacetylation of glycol chitin.



Table 1
The above calculations are based on 100 mg purified CDA obtained from 5 l of culture
broth as per the method given in Biochemical Engineering Fundamentals by Bailey and
Ollis [28], McGraw Hill.

Raw material
For 100 mg purified CDA
Cost obtained from alibaba.com

Unit cost
USD
(ci)

Quantity

(yi)

Cost
USD
(ci*yi)

Yeast extract (per kg) 6 0.1 kg 0.6
Glycerol (per kg) 2 0.1 kg 0.2
Ni-NTA (per ml) 15 5 ml 75
Other chemicals (per kg) 20 0.1 kg 2
Total raw material (RM) cost CT =

Pn
i¼1 ciyi 77.8

Production cost (basis: 30% of production
cost is RM cost)

259.3

Overheads (15% of production cost) 38.9
Labour cost (15% of production cost) 38.9
Total cost 337.1
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conditions. Fig. 4 represents the relation between the reaction velocity
with respect to substrate concentration. The data were fitted with non-
linear regression using MS Excel solver and the Km, Vmax and Kcat values
were obtained as 9.96E-09 mg/mL, 4.78E+03 mM acetate/min and
5.18E+03 1/s. respectively as given in Table 2.
4. Discussion

It is a common practice in biotechnology research labs to use 250mL
conical flasks, filled with about 50 to 80 mL of the liquid medium. The
medium in the flasks is usually mixed in orbital shakers operated at
120 to 150 rpm. The growth rate of aerobic culture is dependent on
the oxygen uptake rate of the culture. This uptake rate also depends
on the oxygen transfer rate in the liquid medium from the air available
in the headspace of the conical flask [25].Meier et al., demonstrated that
oxygen transfer rate in shaken cultures can be enhanced by various
operating parameters such as, flask size, medium filling volume in the
flask, rotational speed and shaking diameter of the shaker [26]. Thus,
it is possible to increase growth rate of microorganisms by changing
above mentioned parameters in the shaken cultures. This was demon-
strated in Fig. 1. The addition of yeast extract and glycerol further en-
hanced the enzyme activity to about 320 ± 20 units/mL. The glycerol
triggered glycolytic and gluconeogenic pathways for efficient utilization
of carbon source in E. coli [27]. Martinez-Gomez et al. also observed en-
hancement in β-galactosidase activity in presence of glycerol [27]. In a
bioprocess, the raw material cost share in the total production cost is
usually in the range of 30 to 40%. The rawmaterial cost for CDA produc-
tion using the mentioned process is about 77.8 USD. If conservative es-
timate is taken and assume raw material cost is 30% of the production
cost, then the production cost value is USD 259.3, which was calculate
as total rawmaterial cost/0.3. Adding labour cost and overhead charges
(15% each of the total production cost), the total CDA production cost
reaches to about 337 USD. Overall, the cost of production of 100 mg of
purified CDA is mentioned in Table 1. The production cost is calculated
based on the method given by Bailey and Ollis [28]. Out of the total
cost of rawmaterials,more than 90% costwas attributed to downstream
processing, i.e., purification of recombinant CDA using Ni-NTA matrix.
Thus, developing a cost effective purification technique may reduce
the cost of production further.
Table 2
Kinetic parameters of chitin deacetylase from Bacillus licheniformis.

Substrate Kinetic parameters

Km (mg/mL) Vmax (mM acetate/min) Kcat (1/s)

Glycol chitin 9.96E-09 4.78E+03 5.18E+03
Researchers expressed and characterized novel recombinant CDA
from various sources. Martinou et al., expressed chitin deacetylase
gene (CDA2) from Saccharomyces cerevisiae in Escherichia coli and
reported maximum enzyme activity of 30 U/L at pH 8 and 50 °C [29].
Chambon et al., expressed Rhizobium NodB chitin deacetylase in E. coli
cultures in solubilized form and yield optimization gave up to 100 mg
of purified deacetylase from 1 L of culture media [20]. Shreshtha et al.,
expressed chitin deacetylase from Colletotrichum lindemuthianum in
Pichia pastoris [30]. They reported 72 U/mg activity at 60 °C and pH 8
in presence of cobalt cofactor and the yield was calculated approx.
0.26 g dry weight per gram methanol. Liu et al., identified a novel CDA
like enzyme from metagenomic library of deep-sea sediments of arctic
ocean [9]. They reported the maximum enzyme activity at pH 7.4 and
28 °C. Naqvi et al., reported a novel fungal CDA, which produced novel
patterns of deacetylation [31]. Aranda-Martinez et al., expressed a
novel CDA from the nematophagous fungus Pochonia chlamydosporia
with the overall yield of 0.43 mg/L of culture media [32]. However,
research reports on the bacterial CDA expression and characterization
is scarce. Moreover, the bioprocess development for CDA production is
in nascent stage and more efforts are needed to identify and produce
novel CDAs for production of specific chitosan.

5. Conclusion

In the presentwork the recombinant CDA production and purification
was optimized. The CDA production at optimal condition was 320 ±
20 U/mL in the culture broth. The purified CDA was characterized in
terms of pH, temperature, co-factor and its concentration. The recombi-
nant CDA showed the highest activity in the presence of cobalt ions at
8 mM concentration. The maximum activity was observed at pH 8 at an
optimum temperature of 50 °C. The purified enzyme activity was about
1400 U/mg. The values of Km, Vmax and Kcat were obtained as 9.96E-
09 mg/mL, 4.78E+03 mM acetate/min and 5.18E+03 1/s. respectively
under optimum conditions. The rawmaterial cost for the CDA production
The CDA production cost estimate through this process revealed purifica-
tion step as the major cost intensive step in the entire process.

Appendix A. Supplementary data

Supplementary data to this article can be found online at https://doi.
org/10.1016/j.ijbiomac.2019.03.144.

References

[1] P.K. Dutta, J. Dutta, V.S. Tripathi, Chitin and chitosan: chemistry, properties and
appllications, JSIR. 63 (2004) 20–31.

[2] I. Aranaz, M. Mengibar, R. Harris, I. Panos, B. Miralles, N. Acosta, G. Galed, A. Heras,
Functional characterization of chitin and chitosan, Curr. Chem. Biol. 3 (2) (2009)
203–230, https://doi.org/10.2174/2212796810903020203.

[3] F. Khoushab, M. Yamabhai, Chitin research revisited, Mar. Drugs 8 (2010)
1988–2012, https://doi.org/10.3390/md8071988.

[4] I. Younes, M. Rinaudo, Chitin and chitosan preparation from marine sources. Struc-
ture, properties and applications, Mar. Drugs 13 (2015) 1133–1174, https://doi.org/
10.3390/md13031133.

[5] B.B. Aam, E.B. Heggset, A.L. Norberg, M. Sørlie, K.M. Vårum, V.G.H. Eijsink, Production
of chitooligosaccharides and their potential applications in medicine, Mar. Drugs 8
(5) (2010) 1482–1517, https://doi.org/10.3390/md8051482.

[6] P.R. Sivashankari, M. Prabaharan, Deacetylation modification techniques of chitin
and chitosan, Chitosan Based Biomater. 1 (2017) 117–133, https://doi.org/10.
1016/B978-0-08-100230-8.00005-4.

[7] I. Tsigos, A. Martinou, D. Kafetzopoulos, V. Bouriotis, Chitin deacetylases: new, ver-
satile tools in biotechnology, Trends Biotechnol. 18 (7) (2000) 305–312, https://
doi.org/10.1016/s0167-7799(00)01462-1.

[8] Y. Araki, E. Ito, A pathway of chitosan formation in Mucor rouxii, Eur. J. Biochem. 78
(1) (1975) 71–78, https://doi.org/10.1016/0006-291X(74)90657-3.

[9] J. Liu, Z. Jia, S. Li, Y. Li, Q. You, C. Zhang, X. Zheng, G. Xiong, J. Zhao, C. Qi, J. Yang, Iden-
tification and characterization of a chitin deacetylase from a metagenomic library of
deep-sea sediments of the Arctic Ocean, Gene 590 (1) (2016) 79–84, https://doi.
org/10.1016/j.gene.2016.06.007.

[10] N. Pareek, R.P.P. Singh, S. Ghosh, Optimization of medium composition for enhanced
chitin deacetylase production by mutant Penicillium oxalicum SAEM-51 using re-
sponse surface methodology under submerged fermentation, Process Biochem. 46
(8) (2011) 1693–1697, https://doi.org/10.1016/j.procbio.2011.05.002.

https://doi.org/10.1016/j.ijbiomac.2019.03.144
https://doi.org/10.1016/j.ijbiomac.2019.03.144
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0005
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0005
https://doi.org/10.2174/2212796810903020203
https://doi.org/10.3390/md8071988
https://doi.org/10.3390/md13031133
https://doi.org/10.3390/md13031133
https://doi.org/10.3390/md8051482
https://doi.org/10.1016/B978-0-08-100230-8.00005-4
https://doi.org/10.1016/B978-0-08-100230-8.00005-4
https://doi.org/10.1016/s0167-7799(00)01462-1
https://doi.org/10.1016/s0167-7799(00)01462-1
https://doi.org/10.1016/0006-291X(74)90657-3
https://doi.org/10.1016/j.gene.2016.06.007
https://doi.org/10.1016/j.gene.2016.06.007
https://doi.org/10.1016/j.procbio.2011.05.002
http://alibaba.com


1013P. Bhat et al. / International Journal of Biological Macromolecules 131 (2019) 1008–1013
[11] I. Tsigos, V. Bouriotis, Purification and characterization of chitin deacetylase from
Colletotrichum lindemuthianum, J. Biol. Chem. 270 (44) (1995) 26286–26291,
https://doi.org/10.1074/jbc.270.44.26286.

[12] P. Nahar, V. Ghormade, M.V. Deshpande, The extracellular constitutive production of
chitin deacetylase in Metarhizium anisopliae: possible edge to entomopathogenic
fungi in the biological control of insect pests, J. Invertebr. Pathol. 85 (2) (2004) 80–88.

[13] H. Cai, S. Kauffman, F. Naider, J.M. Becker, Genomewide screen reveals a wide regu-
latory network for di/tripeptide utilization in Saccharomyces cerevisiae, Genetics.
172 (3) (2006) 1459–1476.

[14] K. Kadokura, A. Rokutani, M. Yamamoto, T. Ikegami, H. Sugita, S. Itoi, W. Hakamata,
T. Oku, T. Nishio, Purification and characterization of Vibrio parahaemolyticus extra-
cellular chitinase and chitin oligosaccharide deacetylase involved in the production
of heterodisaccharide from chitin, Appl. Microbiol. Biotechnol. 75 (2) (2007)
357–365, https://doi.org/10.1007/s00253-006-0831-6.

[15] X. Jia, Q. Meng, H. Zeng, W. Wang, H. Yin, Chitosan oligosaccharide induces resis-
tance to tobacco mosaic virus in Arabidopsis via the salicylic acid-mediated signal-
ling pathway, Sci. Rep. 6 (1) (2016), 26144. https://doi.org/10.1038/srep26144.

[16] S.H. Liu, H.F. Li, Y. Yang, R.-L. Yang, W.-J. Yang, H.-B. Jiang, W. Dou, G. Smagghe, J.J.
Wang, Genome-wide identification of chitinase and chitin deacetylase gene families
in the oriental fruit fly, Bactrocera dorsalis (Hendel), Comp. Biochem. Physiol. Part D
Genomics Proteomics 27 (2018) 13–22, https://doi.org/10.1016/j.cbd.2018.04.005.

[17] S. Sarkar, S. Gupta, W. Chakraborty, S. Senapati, R. Gachhui, Homology modeling,
molecular docking and molecular dynamics studies of the catalytic domain of chitin
deacetylase from Cryptococcus laurentii strain RY1, Int. J. Biol. Macromol. 104 (2017)
1682–1691, https://doi.org/10.1016/j.ijbiomac.2017.03.057.

[18] J. Hoßbach, F. Bußwinkel, A.K. ranz, J. Wattjes, S. Cord-Landwehr, B.M.
Moerschbacher, A chitin deacetylase of Podospora anserina has two functional chi-
tin binding domains and a unique mode of action, Carbohydr. Polym. 183 (2018)
1–10, https://doi.org/10.1016/J.CARBPOL.2017.11.015.

[19] W.J. Yang, K.K. Xu, X. Yan, C.X. Chen, Y. Cao, Y.L. Meng, C. Li, Functional characterization
of chitin deacetylase 1 gene disrupting larval–pupal transition in the drugstore beetle
using RNA interference, Comp. Biochem. Physiol. B Biochem. Mol. Biol. 219–220
(2018) 10–16, https://doi.org/10.1016/j.cbpb.2018.03.001 (Epub 2018 Mar 17).

[20] R. Chambon, S. Pradeau, S. Fort, S. Cottaz, S. Armand,High yield production ofRhizobium
NodB chitin deacetylase and its use for in vitro synthesis of lipo-chitinoligosaccharide
precursors, Carbohydr. Res. 442 (2017) 25–30, https://doi.org/10.1016/j.carres.2017.
02.007.

[21] J. Stöveken, R. Singh, S. Kolkenbrock, M. Zakrzewski, D. Wibberg, F.G. Eikmeyer, A.
Pühler, A. Schlüter, B.M. Moerschbacher, Successful heterologous expression of a
novel chitinase identified by sequence analyses of the metagenome from a chitin-
enriched soil sample, J. Biotechnol. 201 (2014) 60–68, https://doi.org/10.1016/j.
jbiotec.2014.09.010.

[22] R. Raval, R. Simsa, K. Raval, Expression studies of Bacillus licheniformis chitin
deacetylase in E. coli Rosetta cells, Int. J. Biol. Macromol. 104 (2017) 1–5, https://
doi.org/10.1016/j.ijbiomac.2017.01.151.

[23] H. Kauss, B. Bauch, Chitin deacetylase from Colletotrichum lindemuthianum, Methods
Enzymol. 161 (1988) 518–523, https://doi.org/10.1016/0076-6879(88)61070-6.

[24] U. Maier, J. Buechs, Characterisation of the gas-liquidmass transfer in shaking biore-
actors, Biochem. Eng. J. 7 (2) (2001) 99–106, https://doi.org/10.1016/S1369-703X
(00)00107-8.

[25] K. Meier, W. Klöckner, B. Bonhage, E. Antonov, L. Regestein, J. Büchs, Correlation for
themaximum oxygen transfer capacity in shake flasks for a wide range of operating
conditions and for different culture media, Biochem. Eng. J. 109 (2016) 228–235,
https://doi.org/10.1016/J.BEJ.2016.01.014.

[26] R.O.B. Mondin, B. Josephson, K. Liu, J. (Min-soo) O, The effect of glucose, lactose, and
galactose on the induction of β-galactosidase in E. coli, J. Exp, Microbiol. Immunol. 2
(2002) 22–26.

[27] K. Martínez-Gómez, N. Flores, H.M. Castañeda, G. Martínez-Batallar, G. Hernández-
Chávez, O.T. Ramírez, G. Gosset, S. Encarnación, F. Bolivar, New insights into
Escherichia coli metabolism: carbon scavenging, acetate metabolism and carbon
recycling responses during growth on glycerol, Microb. Cell Factories 11 (1)
(2012) 46, https://doi.org/10.1186/1475-2859-11-46.

[28] J.E. Bailey and D.F. Ollis, Biochemical engineering fundamentals (revisited) Chem.
Eng. Educ., 1986, pp. 168–171. doi:https://doi.org/10.1016/0307-4412(86)90198-6.

[29] A. Martinou, D. Koutsioulis, V. Bouriotis, Cloning and expression of a chitin
deacetylase gene (CDA2) from Saccharomyces cerevisiae in Escherichia coli: purifica-
tion and characterization of the cobalt-dependent recombinant enzyme, Enzym.
Microb. Technol. 32 (6) (2003) 757–763.

[30] B. Shrestha, K. Blondeau, W.F. Stevens, F.L. Hegarat, Expression of chitin deacetylase
from Colletotrichum lindemuthianum in Pichia pastoris: purification and characteriza-
tion, Protein Expr. Purif. 38 (2) (2004) 196–204, https://doi.org/10.1016/j.pep.2004.
08.012.

[31] S. Naqvi, B.M. Moerschbacher, The cell factory approach toward biotechnological
production of high-value chitosan oligomers and their derivatives: an update, Crit.
Rev. Biotechnol. 37 (1) (2017) 11–25, https://doi.org/10.3109/07388551.2015.
1104289.

[32] A. Aranda-Martinez, L. Grifoll-Romero, H. Aragunde, E. Sancho-Vaello, X. Biarnés,
L.V. Lopez-Llorca, A. Planas, Expression and specificity of a chitin deacetylase from
the nematophagous fungus Pochonia chlamydosporia potentially involved in patho-
genicity, Sci. Rep. 8 (1) (2018) 1–12, https://doi.org/10.1038/s41598-018-19902-0.

https://doi.org/10.1074/jbc.270.44.26286
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0060
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0060
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0060
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0065
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0065
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0065
https://doi.org/10.1007/s00253-006-0831-6
https://doi.org/10.1038/srep26144
https://doi.org/10.1016/j.cbd.2018.04.005
https://doi.org/10.1016/j.ijbiomac.2017.03.057
https://doi.org/10.1016/J.CARBPOL.2017.11.015
https://doi.org/10.1016/j.cbpb.2018.03.001
https://doi.org/10.1016/j.carres.2017.02.007
https://doi.org/10.1016/j.carres.2017.02.007
https://doi.org/10.1016/j.jbiotec.2014.09.010
https://doi.org/10.1016/j.jbiotec.2014.09.010
https://doi.org/10.1016/j.ijbiomac.2017.01.151
https://doi.org/10.1016/j.ijbiomac.2017.01.151
https://doi.org/10.1016/0076-6879(88)61070-6
https://doi.org/10.1016/S1369-703X(00)00107-8
https://doi.org/10.1016/S1369-703X(00)00107-8
https://doi.org/10.1016/J.BEJ.2016.01.014
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0130
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0130
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0130
https://doi.org/10.1186/1475-2859-11-46
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0140
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0140
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0140
http://refhub.elsevier.com/S0141-8130(18)35391-1/rf0140
https://doi.org/10.1016/j.pep.2004.08.012
https://doi.org/10.1016/j.pep.2004.08.012
https://doi.org/10.3109/07388551.2015.1104289
https://doi.org/10.3109/07388551.2015.1104289
https://doi.org/10.1038/s41598-018-19902-0

	Expression of Bacillus licheniformis chitin deacetylase in E. coli pLysS: Sustainable production, purification and characte...
	1. Introduction
	2. Materials and methods
	2.1. Cloning of CDA gene into E. coli pLysS
	2.2. Expression of CDA in E. coli Rosetta pLysS
	2.3. Study of enzyme (CDA) activity
	2.4. Effect of rotational speed
	2.5. Effect of medium filling volume on biomass growth and CDA production
	2.6. Study of the CDA production in different media
	2.7. Study of the effect of different nitrogen sources on CDA production
	2.8. Purification by Ni-NTA chromatography
	2.9. Estimation of production cost

	3. Results
	3.1. Effect of operating condition on CDA production

	4. Discussion
	5. Conclusion
	Appendix A. Supplementary data
	References




